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<210> 
<211> 
<212> 



1 

6843 
DNA 



<213> Homo sapiens 



<400> 1 
gttgcagtga 
tytcaagatt 
atgttattct 
gttgcccagg 
ttcragcgat 
cgcctagcta 
tctcgaactc 
ggcgtgagcc 
cagagtcaac 
atggggatgt 
gagtatactt 
tataccctat 
ggcaattgta 
tggtactatt 
.actttcttta 
ggggaggagg 
tatcaggcaa 
gatttaattt 
aaaaagttgt 
ttagtattgg 
gtcgaaaggt 
ggtttaaaca 
tagtcactga 
ggaaacatgt 
agacaaacac 
ccactaacta 
attttattga 
tttacttgtc 
tgatgaataa 
aactttacat 
caaccccatt 
ggtcaacagt 
agatacaaat 



gccgagatcg 

actctaaaca 

ctgtggtatg 

ctggagtgca 

tctcctgcct 

atttttatat 

ctgacctcat 

accgcgcccg 

tagttttata 

gttctgagaa 

acataaacct 

tgctcctagg 

acacaatggc 

aatacaactg 

tggtggcaca 

gagaagaatg 

cayacttata 

ttttttttta 

aggacttttc 

ccatttgtat 

taataatagc 

catatgctct 

agttccttca 

aactctgctt 

tggatccata 

ctaatattat 

aactcaatag 

atctgacaac 

caattattaa 

agattccctt 

ttatagctga 

tattaagcag 

acatctattg 



crccactgca 

gaaacaagag 

ttttcttttc 

gtggcgccat 

crggcccctg 

ttttagtaga 

gatctgcccc 

gcctgtattt 

atactgaaaa 

atgtgtcatt 

aggtggtatg 

ctgcaaacct 

aagtatttgt 

tatgggacta 

agactacata 

ccaaatgtat 

caatcatttc 

ttgttagacc 

cttcttactg 

tcttatactc 

agctagcatg 

attttattaa 

gtgctcaaga 

cgaatacttt 

atggcttttt 

ctttgccagc 

atgatggtta 

cactatttag 

cttttgtgag 

aattttctca 

agatacttga 

tgagtgacat 

tgtatgtttg 



ctccagcctg 

tgaaataaat 

ttttgttttt 

cttggctcac 

agtrgctggg 

gacrgggttt 

ctgccrgcct 

tttcatttca 

gttttgcaaa 

aggtgattcc 

tagcctatat 

gtatagcatg 

gtattgaaac 

ccattgtata 

ataaatggta 

gtttcctccc 

ctactcctgt 

agtaatgcag 

tgaaaatatg 

ttagtcacaa 

aattcagagc 

gtccttatag 

ctcaagtgca 

agcaagtgaa 

acacctgatt 

aggtgagcag 

ataaaaacaa 

ctaaaactaa 

catataatgt 

ataatcctat 

ggcttcaaga 

tctcacgaga 

tgtttttaat 



ggcgacrgag 
ttgtggagtt 
ttrrgacrgg 
tgcrrcctct 
attacaggca 
crccatgttg 
cccacagtgc 
tagaatttcc 
tacaagcatg 
gtcattgtgc 
gatatatgtg 
ttactatcct 
ataagggtat 
tgcggtccat 
aagtaaccag 
acagactagc 
ctcacacttg 
ttttcatatt 
actcattaaa 
agataactac 
ttgctatgta 
taggaaagtg 
ctatagcaag 
tggcccagtt 
ggaatgcaga 
tacatacctg 
atatcctcag 
aatggattag 
gagtcagcta 
gagaactgtc 
ggttatataa 
ttaatgagat 
ggagaccaat 



cgagactttg 60 

aataataaaa 120 

gtcttgctct 180 

gcctcccrgg 240 

cgtrccacca 300 

gtcatgttgg 360 

tgggattrca 420 

agataaaagt 480 

tcacttaatg 540 

aaatgtcata 600 

gcttatatga 660 

gaagtcaatg 720 

agtaaaaata 780 

cattggccaa 84 0 

acttggagat 900 

aggcatctag 960 

ccagaatctg 1020 

ttgtataaca 1080 

tacataactt 1140 

gttttacaaa 1200 

ttgagcactg 1260 

aagaatacac 1320 

acaaacacca 1380 

tgggaaagca 14 4 0 

aaaaatggaa 1500 

acttcagagg 1560 

ctttccttct 1620 

agatacaaga 1680 

ctacactaag 1740 

cttgtatgag 1800 

acatgttcat 18 60 

catctgtgtg 1920 

ggtatgacag 1980 
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aatgaagtcc ttttatcagt cagtcaagat ctgatgtggc tattcaaata taggcaaaac 2040 

tgatgttttc cttttttagt taagttaaat gtactattta aataactgtg aatatttaga 2100 

atattcacag aattgtgcaa ccatcaccac aatctttaga atattttcat catctcaaaa 2160 

agatactttg tagcctttag cacccttccc actgtacccc cccccatacc cctggccata 2220 

ggcaactact aaattacttt ctgtccctgc aggttgtcct attctggata ctttgtatat 2280 

gtggaatcat aaaataggtg atcttttatg actggcatct ttcaagcatg tttttgatat 2340 

tttcatccat gttgtaggat attaaattaa ctttttgcat aggaataact gagctagaaa 2400 

agcatgggct gaatatgtct gcagaatgta gcatttagaa aagaaagact tccaggagac 24 60 

aaatgaggta gtaactaaaa tgtaaataac taaaaattag ctttgagtct ttaataaact 2520 

acctttcatg ttttgctttc actaggaatg aacttttaat tttttggagc tataaataca 2580 

tgtagtttct aaagacatct ttgtttttaa agaaaagaca tctgcaggct ttttcttagt 2640 

gttcctatta agtatgtatg agtgtgtgca tttgtgtgtg tgtgtgtgca tgtttagtga 2700 

ctttacatgt gtatacatac aaatgtacac agtcatatat gactagtggt acatggaatc 27 60 

tcaatttaat tgtaaaagtg aaggagttct aaaactagtt ttagtatagt aagtgggata 2820 

tagtaagaat gtcctacaat ttaaaagctt atttggttat cttcaatgga ttttgaatgt 2880 

attcaatact agatttgcga gtgactatgc ctttttagta aacaaaagaa aggctataat 2940 

gtagaaagta tatggaataa gcataacatc tgtcctaatc taattttcag gcacatctcc 3000 

agacttcaat ttggctgaaa taattcatgc cacggacctg tgcacatgcc tggaattgag 3060 

agacacagtt aaaagactcc aagttgcttt ctgccttttg aaaactcctg aaaaccatcc 3120 

ctctggactc tggaattcta cacagctcaa ccaagacttt gcttgaatgt ttacattttc 3180 

tgctcgctgt cctacatatc acaatatagt gttcacgttt tgttaaaact ttggggtgtc 3240 

aggagttgag cttgctcagc aagccagcat ggctaggatg agctttgtta tagcagcttg 3300 

ccaattggtg ctgggcctac taatgacttc attaaccgag tcttccatac agaatagtga 3360 

gtgtccacaa ctttgcgtat gtgaaattcg tccctggttt accccacagt caacttacag 3420 

agaagccacc actgttgatt gcaatgacct ccgcttaaca aggattccca gtaacctctc 34 80 

tagtgacaca caagtgcttc tcttacagag caataacatc gcgaagactg tggatgagct 3540 

gcagcagctt ttcaacttga ctgaactaga tttctcccaa aacaacttta ctaacattaa 3600 

ggaggtcggg ctggcaaacc taacccagct cacaacgctg catttggagg aaaatcagat 3 660 

taccgagatg actgattact gtctacaaga cctcagcaac cttcaagaac tctacatcaa 3720 

ccacaaccaa attagcacta tttctgctca tgcttttgca ggcttaaaaa atctattaag 3780 

gctccacctg aactccaaca aattgaaagt tattgatagt cgctggtttg attctacacc 3840 

caacctggaa attctcatga tcggagaaaa ccctgtgatt ggaattctgg atatgaactt 3900 

caaacccctc gcaaatttga gaagcttagt tttggcagga atgtatctca ctgatattcc 3960 

tggaaatgct ttggtgggtc tggatagcct tgagagcctg tctttttatg ataacaaact 4020 

ggttaaagtc cctcaacttg ccctgcaaaa agttccaaat ttgaaattct tagacctcaa 4 080 

caaaaacccc attcacaaaa tccaagaagg ggacttcaaa aatatgcttc ggttaaaaga 4140 

actgggaatc aacaatatgg gcgagctcgt ttctgtcgac cgctatgccc tggataactt 4200 

gcctgaactc acaaagctgg aagccaccaa taaccctaaa ctctcttaca tccaccgctt 4260 

ggctttccga agtgtccctg ctctggaaag cttgatgctg aacaacaatg ccttgaatgc 4 320 

catttaccaa aagacagtcg aatccctccc caatctgcgt gagatcagta tccatagcaa 4 380 

tcccctcagg tgtgactgtg tgatccactg gattaactcc aacaaaacca acatccgctt 4440 

catggagccc ctgtccatgt tctgtgccat gccgcccgaa tataaagggc accaggtgaa 4500 

ggaagtttta atccaggatt cgagtgaaca gtgcctccca atgatatctc acgacagctt 4560 

cccaaatcgt ttaaacgtgg atatcggcac gacggttttc ctagactgtc gagccatggc 4 620 

tgagccagaa cctgaaattt actgggtcac tcccattgga aataagataa ctgtggaaac 4 680 

cctttcagat aaatacaagc taagtagcga aggtaccttg gaaatatcta acatacaaat 4740 

tgaagactca ggaagataca catgtgttgc ccagaatgtc caaggggcag acactcgggt 4800 

ggcaacaatt aaggttaacg ggacccttct ggatggtacc caggtgctaa aaatatacgt 4860 

caagcagaca gaatcccatt ccatcttagt gtcctggaaa gttaattcca atgtcatgac 4 920 

gtcaaactta aaatggtcgt ctgccaccat gaagattgat aaccctcaca taacatatac 4 980 

tgccagggtc ccagtcgatg tccatgaata caacctaacg catctgcagc cttccacaga 5040 

ttatgaagtg tgtctcacag tgtccaatat tcatcagcag actcaaaagt catgcgtaaa 5100 

tgtcacaacc aaaaatgccg ccttcgcagt ggacatctct gatcaagaaa ccagtacagc 5160 

ccttgctgca gtaatggggt ctatgtttgc cgtcattagc cttgcgtcca ttgctgtgta 5220 

ctttgccaaa agatttaaga gaaaaaacta ccaccactca ttaaaaaagt atatgcaaaa 5280 

aacctcttca atcccactaa atgagctgta cccaccactc attaacctct gggaaggtga 5340 

cagcgagaaa gacaaagatg gttctgcaga caccaagcca acccaggtcg acacatccag 5400 

aagctattac atgtggtaac tcagaggata ttttgcttct ggtagtaagg agcacaaaga 5460 

cgtttttgct ttattctgca aaagtgaaca agttgaagac ttttgtattt ttgactttgc 5520 
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tagtttgtgg 

cgcaagggtt 

tcttatcatt 

caataatgct 

ctgtgctttt 

ccaaaaagct 

agacttttaa 

actgtactgt 

ttttctttcc 

gcaatagaaa 

tattcttttt 

caccaacacg 

ttagaacact 

tcacatccat 

aggccctaaa 

ttttaatgaa 

gagggtggtt 

taaatatata 

acaatgcgtg 

taaaacctga 

gagtgtcaca 

cgtgttagtc 

aac 



cagagtggag 

tgacacggct 

attatgattg 

gttctaacta 

accagtagca 

aacatacggt 

ctcaagaagc 

aatgttgtat 

tttttttttt 

tatgtatatc 

atctttagta 

tggtgtataa 

tgcaataatg 

aaaaacaack 

aggttttaat 

caggatttct 

catatgaaga 

tatacaccaa 

tgtatatata 

ttttcttttg 

aactgtatga 

tctatatctg 



aggacgggtg 

gccagcgact 

ttattatatt 

cagtgctcaa 

tgaccccttc 

tttgaagcag 

taaggctaga 

caactgaatt 

tttgttgtaa 

agatttttta 

gacactttta 

tgaagacaga 

tatcatttat 

accaaaataa 

tctttttcta 

gtattttaaa 

aaaaaaaggt 

tatattcata 

tatgaatata 

tagtatccac 

catgttattt 

tgtggcaata 



gatatttcaa 

ctaggcttcc 

attattttat 

taaaatgatt 

tgaagccatc 

cattgaaact 

cttgttacct 

gaatgtttgc 

tagttaaaga 

atgtaacaaa 

aaagaaaaga 

actataataa 

agttcttgct 

atcagctgta 

agggaagaaa 

tagtactgac 

gtattgttgt 

tatactcaca 

ttggatatgt 

attcttcatc 

ctttttaaca 

tctgctgaga 



atttttttag 

agtctgtgtt 

tttagttgtt 

aatgacagga 

cgtagaaagt 

tttgtagcaa 

tcgttgaatg 

ctttaaacaa 

ggcttagaac 

ctacatgtta 

caattttgtt 

attagttttg 

agttgcagtg 

gcatgttgct 

tgtctatttt 

tagcacctaa 

atcccatgca 

cacatcccaa 

catttctgta 

aaagtacaaa 

gttgtctata 

caagtaaatg 



tatagcgtat 

tggtttttat 

gtgctaaact 

tggggttccc 

actttgtcct 

tctggtctat 

atgttagttg 

tgaattttct 

aagctaacag 

attgttatct 

gtgtttaact 

ttctgatttt 

gtaatatttt 

ttttaaagct 

aattaagata 

tgggcagtgg 

taaataaagg 

cctgtcacac 

agagttttgt 

aacgtctgtg 

tgcttagacc 

attaatagaa 



5580 

5640. 

5700 

5760 

5820 

5880 

5940 

6000 

6060 

6120 

6180 

6240 

6300 

6360 

6420 

6480 

6540 

6600 

6660 

6720 

6780 

6840 

6843 



<210> 2 

<211> 6243 

<212> DNA 

<213> Homo sapiens 



<400> 2 

gttgcagtga 

tytcaagatt 

atgttattct 

gttgcccagg 

ttcragcgat 

cgcctagcta 

tctcgaactc 

ggcgtgagcc 

cagagtcaac 

atggggatgt 

gagtatactt 

tataccctat 

ggcaattgta 

tggtactatt 

actttcttta 

ggggaggagg 

tatcaggcaa 

gatttaattt 

aaaaagttgt 

ttagtattgg 

gtcgaaaggt 

ggtttaaaca 

tagtcactga 

ggaaacatgt 

agacaaacac 

ccactaacta 

attttattga 

tttacttgtc 



gccgagatcg 

actctaaaca 

ctgtggtatg 

ctggagtgca 

tctcctgcct 

atttttatat 

ctgacctcat 

accgcgcccg 

tagttttata 

gttctgagaa 

acataaacct 

tgctcctagg 

acacaatggc 

aatacaactg 

tggtggcaca 

gagaagaatg 

cayacttata 

ttttttttta 

aggacttttc 

ccatttgtat 

taataatagc 

catatgctct 

agttccttca 

aactctgctt 

tggatccata 

ctaatattat 

aactcaatag 

atctgacaac 



crccactgca 

gaaacaagag 

ttttcttttc 

gtggcgccat 

crggcccctg 

ttttagtaga 

gatctgcccc 

gcctgtattt 

atactgaaaa 

atgtgtcatt 

aggtggtatg 

ctgcaaacct 

aagtatttgt 

tatgggacta 

agactacata 

ccaaatgtat 

caatcatttc 

ttgttagacc 

cttcttactg 

tcttatactc 

agctagcatg 

attttattaa 

gtgctcaaga 

cgaatacttt 

atggcttttt 

ctttgccagc 

atgatggtta 

cactatttag 



ctccagcctg 

tgaaataaat 

ttttgttttt 

cttggctcac 

agtrgctggg 

gacrgggttt 

ctgccrgcct 

tttcatttca 

gttttgcaaa 

aggtgattcc 

tagcctatat 

gtatagcatg 

gtattgaaac 

ccattgtata 

ataaatggta 

gtttcctccc 

ctactcctgt 

agtaatgcag 

tgaaaatatg 

ttagtcacaa 

aattcagagc 

gtccttatag 

ctcaagtgca 

agcaagtgaa 

acacctgatt 

aggtgagcag 

ataaaaacaa 

ctaaaactaa 



ggcgacrgag 
ttgtggagtt 
ttrrgacrgg 
tgcrrcctct 
attacaggca 
crccatgttg 
cccacagtgc 
tagaatttcc 
tacaagcatg 
gtcattgtgc 
gatatatgtg 
ttactatcct 
ataagggtat 
tgcggtccat 
aagtaaccag 
acagactagc 
ctcacacttg 
ttttcatatt 
actcattaaa 
agataactac 
ttgctatgta 
taggaaagtg 
ctatagcaag 
tggcccagtt 
ggaatgcaga 
tacatacctg 
atatcctcag 
aatggattag 



cgagactttg 60 

aataataaaa 120 

gtcttgctct 18 0 

gcctcccrgg 240 

cgtrccacca 300 

gtcatgttgg 360 

tgggattrca 420 

agataaaagt 480 

tcacttaatg 54 0 

aaatgtcata 600 

gcttatatga 660 

gaagtcaatg 720 

agtaaaaata 780 

cattggccaa 840 

acttggagat 900 

aggcatctag 960 

ccagaatctg 1020 

ttgtataaca 1080 

tacataactt 1140 

gttttacaaa 1200 

ttgagcactg 1260 

aagaatacac 1320 

acaaacacca 1380 

tgggaaagca 1440 

aaaaatggaa 1500 

acttcagagg 1560 

ctttccttct 1620 

agatacaaga 1680 
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tgatgaataa caattattaa cttttgtgag catataatgt gagtcagcta ctacactaag 17 40 

aactttacat agattccctt aattttctca ataatcctat gagaactgtc cttgtatgag 1800 

caaccccatt ttatagctga agatacttga ggcttcaaga ggttatataa acatgttcat 1860 

ggtcaacagt tattaagcag tgagtgacat tctcacgaga ttaatgagat catctgtgtg 1920 

agatacaaat acatctattg tgtatgtttg tgtttttaat ggagaccaat ggtatgacag 1980 

aatgaagtcc ttttatcagt cagtcaagat ctgatgtggc tattcaaata taggcaaaac 2040 

tgatgttttc cttttttagt taagttaaat gtactattta aataactgtg aatatttaga 2100 

atattcacag aattgtgcaa ccatcaccac aatctttaga atattttcat catctcaaaa 2160 

agatactttg tagcctttag cacccttccc actgtacccc cccccatacc cctggccata 2220 

ggcaactact aaattacttt ctgtccctgc aggttgtcct attctggata ctttgtatat 2280 

gtggaatcat aaaataggtg atcttttatg actggcatct ttcaagcatg tttttgatat 2340 

tttcatccat gttgtaggat attaaattaa ctttttgcat aggaataact gagctagaaa 24 00 

agcatgggct gaatatgtct gcagaatgta gcatttagaa aagaaagact tccaggagac 2460 

aaatgaggta gtaactaaaa tgtaaataac taaaaattag ctttgagtct ttaataaact 2520 

acctttcatg ttttgctttc actaggaatg aacttttaat tttttggagc tataaataca 2580 

tgtagtttct aaagacatct ttgtttttaa agaaaagaca tctgcaggct ttttcttagt 2640 

gttcctatta agtatgtatg agtgtgtgca tttgtgtgtg tgtgtgtgca tgtttagtga 2700 

ctttacatgt gtatacatac aaatgtacac agtcatatat gactagtggt acatggaatc 27 60 

tcaatttaat tgtaaaagtg aaggagttct aaaactagtt ttagtatagt aagtgggata 2820 

tagtaagaat gtcctacaat ttaaaagctt atttggttat cttcaatgga ttttgaatgt 2880 

attcaatact agatttgcga gtgactatgc ctttttagta aacaaaagaa aggctataat 2940 

gtagaaagta tatggaataa gcataacatc tgtcctaatc taattttcag gcacatctcc 3000 

agacttcaat ttggctgaaa taattcatgc cacggacctg tgcacatgcc tggaattgag 3060 

agacacagtt aaaagactcc aagttgcttt ctgccttttg aaaactcctg aaaaccatcc 3120 

ctctggactc tggaattcta cacagctcaa ccaagacttt gcttgaatgt ttacattttc 3180 

tgctcgctgt cctacatatc acaatatagt gttcacgttt tgttaaaact ttggggtgtc 3240 

aggagttgag cttgctcagc aagccagcat ggctaggatg agctttgtta tagcagcttg 3300 

ccaattggtg ctgggcctac taatgacttc attaaccgag tcttccatac agaatagtga 3360 

gtgtccacaa ctttgcgtat gtgaaattcg tccctggttt accccacagt caacttacag 3420 

agaagccacc actgttgatt gcaatgacct ccgcttaaca aggattccca gtaacctctc 3480 

tagtgacaca caagtgcttc tcttacagag caataacatc gcgaagactg tggatgagct 3540 

gcagcagctt ttcaacttga ctgaactaga tttctcccaa aacaacttta ctaacattaa 3600 

ggaggtcggg ctggcaaacc taacccagct cacaacgctg catttggagg aaaatcagat 3660 

taccgagatg actgattact gtctacaaga cctcagcaac cttcaagaac tctacatcaa 3720 

ccacaaccaa attagcacta tttctgctca tgcttttgca ggcttaaaaa atctattaag 3780 

gctccacctg aactccaaca aattgaaagt tattgatagt cgctggtttg attctacacc 3840 

caacctggaa attctcatga tcggagaaaa ccctgtgatt ggaattctgg atatgaactt 3900 

caaacccctc gcaaatttga gaagcttagt tttggcagga atgtatctca ctgatattcc 3960 

tggaaatgct ttggtgggtc tggatagcct tgagagcctg tctttttatg ataacaaact 4 020 

ggttaaagtc cctcaacttg ccctgcaaaa agttccaaat ttgaaattct tagacctcaa 4080 

caaaaacccc attcacaaaa tccaagaagg ggacttcaaa aatatgcttc ggttaaaaga ' 4140 

actgggaatc aacaatatgg gcgagctcgt ttctgtcgac cgctatgccc tggataactt 4200 

gcctgaactc acaaagctgg aagccaccaa taaccctaaa ctctcttaca tccaccgctt 4260 

ggctttccga agtgtccctg ctctggaaag cttgatgctg aacaacaatg ccttgaatgc 4320 

catttaccaa aagacagtcg aatccctccc caatctgcgt gagatcagta tccatagcaa 4380 

tcccctcagg tgtgactgtg tgatccactg gattaactcc aacaaaacca acatccgctt 4440 

catggagccc ctgtccatgt tctgtgccat gccgcccgaa tataaagggc accaggtgaa 4500 

ggaagtttta atccaggatt cgagtgaaca gtgcctccca atgatatctc acgacagctt 4 560 

cccaaatcgt ttaaacgtgg atatcggcac gacggttttc ctagactgtc gagccatggc 4 620 

tgagccagaa cctgaaattt actgggtcac tcccattgga aataagataa ctgtggaaac 4 68 0 

cctttcagat aaatacaagc taagtagcga aggtaccttg gaaatatcta acatacaaat 4740 

tgaagactca ggaagataca catgtgttgc ccagaatgtc caaggggcag acactcgggt 4800 

ggcaacaatt aaggttaacg ggacccttct ggatggtacc caggtgctaa aaatatacgt 4 860 

caagcagaca gaatcccatt ccatcttagt gtcctggaaa gttaattcca atgtcatgac 4 920 

gtcaaactta aaatggtcgt ctgccaccat gaagattgat aaccctcaca taacatatac 4 980 

tgccagggtc ccagtcgatg tccatgaata caacctaacg catctgcagc cttccacaga 5040 

ttatgaagtg tgtctcacag tgtccaatat tcatcagcag actcaaaagt catgcgtaaa 5100 

tgtcacaacc aaaaatgccg ccttcgcagt ggacatctct gatcaagaaa ccagtacagc 5160 

ccttgctgca gtaatggggt ctatgtttgc cgtcattagc cttgcgtcca ttgctgtgta 5220 
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ctttgccaaa agatttaaga gaaaaaacta ccaccactca ttaaaaaagt atatgcaaaa 5280 

aacctcttca atcccactaa atgagctgta cccaccactc attaacctct gggaaggtga 5340 

cagcgagaaa gacaaagatg gttctgcaga caccaagcca acccaggtcg acacatccag 5400 

aagctattac atgtggtaac tcagaggata ttttgcttct ggtagtaagg agcacaaaga 54 60 

cgtttttgct ttattctgca aaagtgaaca agttgaagac ttttgtattt ttgactttgc 5520 

tagtttgtgg cagagtggag aggacgggtg gatatttcaa atttttttag tatagcgtat 5580 

cgcaagggtt tgacacggct gccagcgact ctaggcttcc agtctgtgtt tggtttttat 564 0 

tcttatcatt attatgattg ttattatatt attattttat tttagttgtt gtgctaaact 5700 

caataatgct gttctaacta cagtgctcaa taaaatgatt aatgacagga tggggttccc 57 60 

ctgtgctttt accagtagca tgaccccttc tgaagccatc cgtagaaagt actttgtcct 5820 

ccaaaaagct aacatacggt tttgaagcag cattgaaact tttgtagcaa tctggtctat 5880 

agacttttaa ctcaagaagc taaggctaga cttgttacct tcgttgaatg atgttagttg 5940 

actgtactgt aatgttgtat caactgaatt gaatgtttgc ctttaaacaa tgaattttct 6000 

ttttctttcc tttttttttt tttgttgtaa tagttaaaga ggcttagaac aagctaacag 6060 

gcaatagaaa tatgtatatc agatttttta atgtaacaaa ctacatgtta attgttatct 6120 

tattcttttt atctttagta gacactttta aaagaaaaga caattttgtt gtgtttaact 6180 

caccaacacg tggtgtataa tgaagacaga actataataa attagttttg ttctgatttt 6240 

tta ^243 



<210> 3 

<211> 3912 

<212> DNA 

<213> Homo sapiens 



<400> 3 

cgccgccgtg 

cacatctcca 

ggaattgaga 

aaaccatccc 

tacattttct 

tggggtgtca 

agcagcttgc 

gaatagtgag 

aacttacaga 

taacctctct 

ggatgagctg 

taacattaag 

aaatcagatt 

ctacatcaac 

tctattaagg 

ttctacaccc 

tatgaacttc 

tgatattcct 

taacaaactg 

agacctcaac 

gttaaaagaa 

ggataacttg 

ccaccgcttg 

cttgaatgcc 

ccatagcaat 

catccgcttc 

ccaggtgaag 

cgacagcttc 

agccatggct 

tgtggaaacc 

catacaaatt 

cactcgggtg 

aatatacgtc 



ggtgccgggt 

gacttcaatt 

gacacagtta 

tctggactct 

gctcgctgtc 

ggagttgagc 

caattggtgc 

tgtccacaac 

gaagccacca 

agtgacacac 

cagcagcttt 

gaggtcgggc 

accgagatga 

cacaaccaaa 

ctccacctga 

aacctggaaa 

aaacccctcg 

ggaaatgctt 

gttaaagtcc 

aaaaacccca 

ctgggaatca 

cctgaactca 

gctttccgaa 

atttaccaaa 

cccctcaggt 

atggagcccc 

gaagttttaa 

ccaaatcgtt 

gagccagaac 

ctttcagata 

gaagactcag 

gcaacaatta 

aagcagacag 



ccgcgcgcac 

tggctgaaat 

aaagactcca 

ggaattctac 

ctacatatca 

ttgctcagca 

tgggcctact 

tttgcgtatg 

ctgttgattg 

aagtgcttct 

tcaacttgac 

tggcaaacct 

ctgattactg 

ttagcactat 

actccaacaa 

ttctcatgat 

caaatttgag 

tggtgggtct 

ctcaacttgc 

ttcacaaaat 

acaatatggg 

caaagctgga 

gtgtccctgc 

agacagtcga 

gtgactgtgt 

tgtccatgtt 

tccaggattc 

taaacgtgga 

ctgaaattta 

aatacaagct 

gaagatacac 

aggttaacgg 

aatcccattc 



cccaacaccc 

aattcatgcc 

agttgctttc 

acagctcaac 

caatatagtg 

agccagcatg 

aatgacttca 

tgaaattcgt 

caatgacctc 

cttacagagc 

tgaactagat 

aacccagctc 

tctacaagac 

ttctgctcat 

attgaaagtt 

cggagaaaac 

aagcttagtt 

ggatagcctt 

cctgcaaaaa 

ccaagaaggg 

cgagctcgtt 

agccaccaat 

tctggaaagc 

atccctcccc 

gatccactgg 

ctgtgccatg 

gagtgaacag 

tatcggcacg 

ctgggtcact 

aagtagcgaa 

atgtgttgcc 

gacccttctg 

catcttagtg 



ccaccagctg 

acggacctgt 

tgccttttga 

caagactttg 

ttcacgtttt 

gctaggatga 

ttaaccgagt 

ccctggttta 

cgcttaacaa 

aataacatcg 

ttctcccaaa 

acaacgctgc 

ctcagcaacc 

gcttttgcag 

attgatagtc 

cctgtgattg 

ttggcaggaa 

gagagcctgt 

gttccaaatt 

gacttcaaaa 

tctgtcgacc 

aaccctaaac 

ttgatgctga 

aatctgcgtg 

attaactcca 

ccgcccgaat 

tgcctcccaa 

acggttttcc 

cccattggaa 

ggtaccttgg 

cagaatgtcc 

gatggtaccc 

tcctggaaag 



ggcctcgggg 
gcacatgcct 
aaactcctga 
cttgaatgtt 
gttaaaactt 
gctttgttat 
cttccataca 
ccccacagtc 
ggattcccag 
cgaagactgt 
acaactttac 
atttggagga 
ttcaagaact 
gcttaaaaaa 
gctggtttga 
gaattctgga 
tgtatctcac 
ctttttatga 
tgaaattctt 
atatgcttcg 
gctatgccct 
tctcttacat 
acaacaatgc 
agatcagtat 
acaaaaccaa 
ataaagggca 
tgatatctca 
tagactgtcg 
ataagataac 
aaatatctaa 
aaggggcaga 
aggtgctaaa 
ttaattccaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
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tgtcatgacg 

aacatatact 

ttccacagat 

atgcgtaaat 

cagtacagcc 

tgctgtgtac 

tatgcaaaaa 

ggaaggtgac 

cacatccaga 

gcacaaagac 

tgactttgct 

atagcgtatc 

ggtttttatt 

tgctaaactc 

ggggttcccc 

ctttgtcctc 

ctggtctata 

tgttagttga 

gaattttctt 

agctaacagg 

ttgttatctt 

tgtttaactc 

tctgattttt 

taatattttt 

tttaaagcta 

attaagatat 

gggcagtggg 

aaataaaggt 

ctgtcacaca 

gagttttgtt 

acgtctgtgg 

gcttagaccc 

ttaatagaaa 



tcaaacttaa 

gccagggtcc 

tatgaagtgt 

gtcacaacca 

cttgctgcag 

tttgccaaaa 

acctcttcaa 

agcgagaaag 

agctattaca 

gtttttgctt 

agtttgtggc 

gcaagggttt 

cttatcatta 

aataatgctg 

tgtgctttta 

caaaaagcta 

gacttttaac 

ctgtactgta 

tttctttcct 

caatagaaat 

attcttttta 

accaacacgt 

tagaacactt 

cacatccata 

ggccctaaaa 

tttaatgaac 

agggtggttc 

aaatatatat 

caatgcgtgt 

aaaacctgat 

agtgtcacaa 

gtgttagtct 

ac 



aatggtcgtc 
cagtcgatgt 
gtctcacagt 
aaaatgccgc 
taatggggtc 
gatttaagag 
tcccactaaa 
acaaagatgg 
tgtggtaact 
tattctgcaa 
agagtggaga 
gacacggctg 
ttatgattgt 
ttctaactac 
ccagtagcat 
acatacggtt 
tcaagaagct 
atgttgtatc 
tttttttttt 
atgtatatca 
tctttagtag 
ggtgtataat 
gcaataatgt 
aaaacaacta 
ggttttaatt 
aggatttctg 
atatgaagaa 
atacaccaat 
gtatatatat 
tttcttttgt 
actgtatgac 
ctatatctgt 



tgccaccatg 

ccatgaatac 

gtccaatatt 

cttcgcagtg 

tatgtttgcc 

aaaaaactac 

tgagctgtac 

ttctgcagac 

cagaggatat 

aagtgaacaa 

ggacgggtgg 

ccagcgactc 

tattatatta 

agtgctcaat 

gaccccttct 

ttgaagcagc 

aaggctagac 

aactgaattg 

ttgttgtaat 

gattttttaa 

acacttttaa 

gaagacagaa 

atcatttata 

ccaaaataaa 

ctttttctaa 

tattttaaat 

aaaaaaggtg 

atattcatat 

atgaatatat 

agtatccaca 

atgttatttc 

gtggcaatat 



aagattgata 

aacctaacgc 

catcagcaga 

gacatctctg 

gtcattagcc 

caccactcat 

ccaccactca 

accaagccaa 

tttgcttctg 

gttgaagact 

atatttcaaa 

taggcttcca 

ttattttatt 

aaaatgatta 

gaagccatcc 

attgaaactt 

ttgttacctt 

aatgtttgcc 

agttaaagag 

tgtaacaaac 

aagaaaagac 

ctataataaa 

gttcttgcta 

tcagctgtag 

gggaagaaat 

agtactgact 

tattgttgta 

atactcacac 

tggatatgtc 

ttcttcatca 

tttttaacag 

ctgctgagac 



accctcacat 

atctgcagcc 

ctcaaaagtc 

atcaagaaac 

ttgcgtccat 

taaaaaagta 

ttaacctctg 

cccaggtcga 

gtagtaagga 

tttgtatttt 

tttttttagt 

gtctgtgttt 

ttagttgttg 

atgacaggat 

gtagaaagta 

ttgtagcaat 

cgttgaatga 

tttaaacaat 

gcttagaaca 

tacatgttaa 

aattttgttg 

ttagttttgt 

gttgcagtgg 

catgttgctt 

gtctatttta 

agcacctaat 

tcccatgcat 

acatcccaac 

atttctgtaa 

aagtacaaaa 

ttgtctatat 

aagtaaatga 



2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3912 



<210> 4 

<211> 4173 

<212> DNA 

<213> Homo sapiens 



<400> 4 

gcggccgccg 

gggctcgggg 

cccgcgcgga 

ctcgcttgcc 

aacgactggc 

agtctaaatc 

cacggacctg 

ctgccttttg 

ccaagacttt 

gttcacgttt 

ggctaggatg 

attaaccgag 

tccctggttt 

ccgcttaaca 

caataacatc 

tttctcccaa 

cacaacgctg 

cctcagcaac 



actcggcgct 

aaaagtccag 

aacgcggacc 

gtgtccaccg 

cggggtacaa 

ccatcccgcc 

tgcacatgcc 

aaaactcctg 

gcttgaatgt 

tgttaaaact 

agctttgtta 

tcttccatac 

accccacagt 

aggattccca 

gcgaagactg 

aacaacttta 

catttggagg 

cttcaagaac 



tccccgccgc 
cagcgagagg 
aggcgcttcg 
ccgcggcccc 
atggttctga 
gcacatctcc 
tggaattgag 
aaaaccatcc 
ttacattttc 
ttggggtgtc 
tagcagcttg 
agaatagtga 
caacttacag 
gtaacctctc 
tggatgagct 
ctaacattaa 
aaaatcagat 
tctacatcaa 



ccgcccaggg 
gccgcgtgtc 
gcccggatgc 
ggcgccaaga 
agcacttgaa 
agacttcaat 
agacacagtt 
ctctggactc 
tgctcgctgt 
aggagttgag 
ccaattggtg 
gtgtccacaa 
agaagccacc 
tagtgacaca 
gcagcagctt 
ggaggtcggg 
taccgagatg 
ccacaaccaa 



agtccctgcc 
ccgggacggt 
cggatccagg 
acagagcctg 
gctcacaggc 
ttggctgaaa 
aaaagactcc 
tggaattcta 
cctacatatc 
cttgctcagc 
ctgggcctac 
ctttgcgtat 
actgttgatt 
caagtgcttc 
ttcaacttga 
ctggcaaacc 
actgattact 
attagcacta 



tggcaagctg 
tccaggggag 
agaaggggac 
gccgtgagtg 
aaaggctaag 
taattcatgc 
aagttgcttt 
cacagctcaa 
acaatatagt 
aagccagcat 
taatgacttc 
gtgaaattcg 
gcaatgacct 
tcttacagag 
ctgaactaga 
taacccagct 
gtctacaaga 
tttctgctca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
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tgcttttgca ggcttaaaaa atctattaag gctccacctg aactccaaca aattgaaagt 114 0 

tattgatagt cgctggtttg attctacacc caacctggaa attctcatga tcggagaaaa 1200 

ccctgtgatt ggaattctgg atatgaactt caaacccctc gcaaatttga gaagcttagt 1260 

tttggcagga atgtatctca ctgatattcc tggaaatgct ttggtgggtc tggatagcct 1320 

tgagagcctg tctttttatg ataacaaact ggttaaagtc cctcaacttg ccctgcaaaa 1380 

agttccaaat ttgaaattct tagacctcaa caaaaacccc attcacaaaa tccaagaagg 14 40 

ggacttcaaa aatatgcttc ggttaaaaga actgggaatc aacaatatgg gcgagctcgt 1500 

ttctgtcgac cgctatgccc tggataactt gcctgaactc acaaagctgg aagccaccaa 1560 

taaccctaaa ctctcttaca tccaccgctt ggctttccga agtgtccctg ctctggaaag 1620 

cttgatgctg aacaacaatg ccttgaatgc catttaccaa aagacagtcg aatccctccc 1680 

caatctgcgt gagatcagta tccatagcaa tcccctcagg tgtgactgtg tgatccactg 1740 

gattaactcc aacaaaacca acatccgctt catggagccc ctgtccatgt tctgtgccat 1800 

gccgcccgaa tataaagggc accaggtgaa ggaagtttta atccaggatt cgagtgaaca 18 60 

gtgcctccca atgatatctc acgacagctt cccaaatcgt ttaaacgtgg atatcggcac 1920 

gacggttttc ctagactgtc gagccatggc tgagccagaa cctgaaattt actgggtcac 1980 

tcccattgga aataagataa ctgtggaaac cctttcagat aaatacaagc taagtagcga 2040 

aggtaccttg gaaatatcta acatacaaat tgaagactca ggaagataca catgtgttgc 2100 

ccagaatgtc caaggggcag acactcgggt ggcaacaatt aaggttaacg ggacccttct 2160 

ggatggtacc caggtgctaa aaatatacgt caagcagaca gaatcccatt ccatcttagt 2220 

gtcctggaaa gttaattcca atgtcatgac gtcaaactta aaatggtcgt ctgccaccat 2280 

gaagattgat aaccctcaca taacatatac tgccagggtc ccagtcgatg tccatgaata 2340 

caacctaacg catctgcagc cttccacaga ttatgaagtg tgtctcacag tgtccaatat 2400 

tcatcagcag actcaaaagt catgcgtaaa tgtcacaacc aaaaatgccg ccttcgcagt 24 60 

ggacatctct gatcaagaaa ccagtacagc ccttgctgca gtaatggggt ctatgtttgc 2520 

cgtcattagc cttgcgtcca ttgctgtgta ctttgccaaa agatttaaga gaaaaaacta 2580 

ccaccactca ttaaaaaagt atatgcaaaa aacctcttca atcccactaa atgagctgta 2640 

cccaccactc attaacctct gggaaggtga cagcgagaaa gacaaagatg gttctgcaga 2700 

caccaagcca acccaggtcg acacatccag aagctattac atgtggtaac tcagaggata 27 60 

ttttgcttct ggtagtaagg agcacaaaga cgtttttgct ttattctgca aaagtgaaca 2820 

agttgaagac ttttgtattt ttgactttgc tagtttgtgg cagagtggag aggacgggtg 2880 

gatatttcaa atttttttag tatagcgtat cgcaagggtt tgacacggct gccagcgact 2 94 0 

ctaggcttcc agtctgtgtt tggtttttat tcttatcatt attatgattg ttattatatt 3000 

attattttat tttagttgtt gtgctaaact caataatgct gttctaacta cagtgctcaa 3060 

taaaatgatt aatgacagga tggggttccc ctgtgctttt accagtagca tgaccccttc 3120 

tgaagccatc cgtagaaagt actttgtcct ccaaaaagct aacatacggt tttgaagcag 3180 

cattgaaact tttgtagcaa tctggtctat agacttttaa ctcaagaagc taaggctaga 3240 

cttgttacct tcgttgaatg atgttagttg actgtactgt aatgttgtat caactgaatt 3300 

gaatgtttgc ctttaaacaa tgaattttct ttttctttcc tttttttttt tttgttgtaa 3360 

tagttaaaga ggcttagaac aagctaacag gcaatagaaa tatgtatatc agatttttta 3420 

atgtaacaaa ctacatgtta attgttatct tattcttttt atctttagta gacactttta 34 80 

aaagaaaaga caattttgtt gtgtttaact caccaacacg tggtgtataa tgaagacaga 3540 

actataataa attagttttg ttctgatttt ttagaacact tgcaataatg tatcatttat 3600 

agttcttgct agttgcagtg gtaatatttt tcacatccat aaaaacaact accaaaataa 3660 

atcagctgta gcatgttgct ttttaaagct aggccctaaa aggttttaat tctttttcta 3720 

agggaagaaa tgtctatttt aattaagata ttttaatgaa caggatttct gtattttaaa 3780 

tagtactgac tagcacctaa tgggcagtgg gagggtggtt catatgaaga aaaaaaaggt 3840 

gtattgttgt atcccatgca taaataaagg taaatatata tatacaccaa tatattcata 3900 

tatactcaca cacatcccaa cctgtcacac acaatgcgtg tgtatatata tatgaatata 3960 

ttggatatgt catttctgta agagttttgt taaaacctga ttttcttttg tagtatccac 4 020 

attcttcatc aaagtacaaa aacgtctgtg gagtgtcaca aactgtatga catgttattt 4 080 

ctttttaaca gttgtctata tgcttagacc cgtgttagtc tctatatctg tgtggcaata 4140 

tctgctgaga caagtaaatg attaatagaa aac 4173 



<210> 5 

<211> 812 

<212> PRT 

<213> Homo sapiens 

<400> 5 
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Met Phe Gin Ala His Leu Gin Thr Phe Asn Leu Ala Glu lie lie His 
15 10 15 

Ala Thr Asp Leu Cys Thr Cys Leu Glu Leu Arg Asp Thr Val Lys Arg 
20 25 30 

Leu Gin Val Ala Phe Cys Leu Leu Lys Thr Pro Glu Asn His Pro Ser 
35 40 45 

Gly Leu Trp Asn Ser Thr Gin Leu Asn Gin Asp Phe Ala Val Asn Val 
50 55 60 

Tyr lie Phe Cys Ser Leu Ser Tyr lie Ser Gin Tyr Ser Val His Val 
65 70 75 80 

Leu Leu Lys Leu Trp Gly Val T^g Ser Glu Leu Ala Gin Gin Ala Ser 
85 90 95 

Met Ala Arg Met Ser Phe Val lie Ala Ala Cys Gin Leu Val Leu Gly 
100 105 110 

Leu Leu Met Thr Ser Leu Thr Glu Ser Ser lie Gin Asn Ser Glu Cys 
115 120 125 

Pro Gin Leu Cys Val Cys Glu lie Arg Pro Trp Phe Thr Pro Gin Ser 
130 135 140 

Thr Tyr Arg Glu Ala Thr Thr Val Asp Cys Asn Asp Leu Arg Leu Thr 
145 150 155 160 

Arg lie Pro Ser Asn Leu Ser Ser Asp Thr Gin Val Leu Leu Leu Gin 

165 170 175 

Ser Asn Asn lie Ala Lys Thr Val Asp Glu Leu Gin Gin Leu Phe Asn 
180 185 190 

Leu Thr Glu Leu Asp Phe Ser Gin Asn Asn Phe Thr Asn lie Lys Glu 
195 200 205 

Val Gly Leu Ala Asn Leu Thr Gin Leu Thr Thr Leu His Leu Glu Glu 
210 215 220 

Asn Gin lie Thr Glu Met Thr Asp Tyr Cys Leu Gin Asp Leu Ser Asn 
225 230 235 240 

Leu Gin Glu Leu Tyr lie Asn His Asn Gin lie Ser Thr He Ser Ala 
245 250 255 

His Ala Phe Ala Gly Leu Lys Asn Leu Leu Arg Leu His Leu Asn Ser 
260 265 270 

Asn Lys Leu Lys Val He Asp Ser Arg Trp Phe Asp Ser Thr Pro Asn 
275 280 285 

Leu Glu He Leu Met He Gly Glu Asn Pro Val He Gly He Leu Asp 
290 295 300 

Met Asn Phe Lys Pro Leu Ala Asn Leu Arg Ser Leu Val Leu Ala Gly 
305 310 315 320 
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Met Tyr Leu Thr Asp lie Pro Gly Asn Ala Leu Val Gly Leu Asp Ser 
325 330 335 

Leu Glu Ser Leu Ser Phe Tyr Asp Asn Lys Leu Val Lys Val Pro Gin 
340 345 350 

Leu Ala Leu Gin Lys Val Pro Asn Leu Lys Phe Leu Asp Leu Asn Lys 
355 360 365 

Asn Pro lie His Lys lie Gin Glu Gly Asp Phe Lys Asn Met Leu Arg 
370 375 380 

Leu Lys Glu Leu Gly lie Asn Asn Met Gly Glu Leu Val Ser Val Asp 
385 390 395 400 

Arg Tyr Ala Leu Asp Asn Leu Pro Glu Leu Thr Lys Leu Glu Ala Thr 
405 410 415 

Asn Asn Pro Lys Leu Ser Tyr lie His Arg Leu Ala Phe Arg Ser Val 
420 425 430 

Pro Ala Leu Glu Ser Leu Met Leu Asn Asn Asn Ala Leu Asn Ala lie 
435 440 445 

Tyr Gin Lys Thr Val Glu Ser Leu Pro Asn Leu Arg Glu lie Ser lie 
450 455 460 

His Ser Asn Pro Leu Arg Cys Asp Cys Val lie His Trp lie Asn Ser 
465 470 475 480 

Asn Lys Thr Asn lie Arg Phe Met Glu Pro Leu Ser Met Phe Cys Ala 
485 490 495 

Met Pro Pro Glu Tyr Lys Gly His Gin Val Lys Glu Val Leu lie Gin 
500 505 510 

Asp Ser Ser Glu Gin Cys Leu Pro Met lie Ser His Asp Ser Phe Pro 
515 520 525 

Asn Arg Leu Asn Val Asp He Gly Thr Thr Val Phe Leu Asp Cys Arg 
530 535 540 

Ala Met Ala Glu Pro Glu Pro Glu He Tyr Trp Val Thr Pro He Gly 
545 550 555 560 

Asn Lys He Thr Val Glu Thr Leu Ser Asp Lys Tyr Lys Leu Ser Ser 
565 570 575 

Glu Gly Thr Leu Glu He Ser Asn He Gin He Glu Asp Ser Gly Arg 
580 585 590 

Tyr Thr Cys Val Ala Gin Asn Val Gin Gly Ala Asp Thr Arg Val Ala 
595 600 605 

Thr He Lys Val Asn Gly Thr Leu Leu Asp Gly Thr Gin Val Leu Lys 
610 615 620 

He Tyr Val Lys Gin Thr Glu Ser His Ser He Leu Val Ser Trp Lys 
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V 



625 



630 



635 



640 



Val Asn Ser Asn Val Met Thr Ser Asn Leu Lys Trp Ser Ser Ala Thr 
645 650 655 

Met Lys lie Asp Asn Pro His lie Thr Tyr Thr Ala Arg Val Pro Val 
660 665 670 

Asp Val His Glu Tyr Asn Leu Thr His Leu Gin Pro Ser Thr Asp Tyr 
675 680 685 

Glu Val Cys Leu Thr Val Ser Asn lie His Gin Gin Thr Gin Lys Ser 
690 695 700 

Cys Val Asn Val Thr Thr Lys Asn Ala Ala Phe Ala Val Asp lie Ser 
705 710 715 720 

Asp Gin Glu Thr Ser Thr Ala Leu Ala Ala Val Met Gly Ser Met Phe 
725 730 735 

Ala Val lie Ser Leu Ala Ser lie Ala Val Tyr Phe Ala Lys Arg Phe 
740 745 750 

Lys Arg Lys Asn Tyr His His Ser Leu Lys Lys Tyr Met Gin Lys Thr 
755 760 765 

Ser Ser He Pro Leu Asn Glu Leu Tyr Pro Pro Leu lie Asn Leu Trp 
770 775 780 

Glu Gly Asp Ser Glu Lys Asp Lys Asp Gly Ser Ala Asp Thr Lys Pro 
785 790 795 800 

Thr Gin Val Asp Thr Ser Arg Ser Tyr Tyr Met Trp 



<210> 6 

<211> 716 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ala Arg Met Ser Phe Val He Ala Ala Cys Gin Leu Val Leu Gly 
15 10 15 

Leu Leu Met Thr Ser Leu Thr Glu Ser Ser He Gin Asn Ser Glu Cys 
20 25 30 

Pro Gin Leu Cys Val Cys Glu lie Arg Pro Trp Phe Thr Pro Gin Ser 
35 40 45 

Thr Tyr Arg Glu Ala Thr Thr Val Asp Cys Asn Asp Leu Arg Leu Thr 
50 55 60 

Arg He Pro Ser Asn Leu Ser Ser Asp Thr Gin Val Leu Leu Leu Gin 
65 70 75 80 

Ser Asn Asn He Ala Lys Thr Val Asp Glu Leu Gin Gin Leu Phe Asn 



805 



810 
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90 



95 
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Leu Thr Glu Leu Asp Phe Ser Gin Asn Asn Phe Thr Asn lie Lys Glu 
100 105 110 

Val Gly Leu Ala Asn Leu Thr Gin Leu Thr Thr Leu His Leu Glu Glu 
115 120 125 

Asn Gin lie Thr Glu Met Thr Asp Tyr Cys Leu Gin Asp Leu Ser Asn 
130 135 140 

Leu Gin Glu Leu Tyr lie Asn His Asn Gin lie Ser Thr He Ser Ala 
145 150 155 160 

His Ala Phe Ala Gly Leu Lys Asn Leu Leu Arg Leu His Leu Asn Ser 
165 170 175 

Asn Lys Leu Lys Val He Asp Ser Arg Trp Phe Asp Ser Thr Pro Asn 
180 185 190 

Leu Glu He Leu Met He Gly Glu Asn Pro Val He Gly He Leu Asp 
195 200 205 

Met Asn Phe Lys Pro Leu Ala Asn Leu Arg Ser Leu Val Leu Ala Gly 
210 215 220 

Met Tyr Leu Thr Asp He Pro Gly Asn Ala Leu Val Gly Leu Asp Ser 
225 230 235 240 

Leu Glu Ser Leu Ser Phe Tyr Asp Asn Lys Leu Val Lys Val Pro Gin 
245 250 255 

Leu Ala Leu Gin Lys Val Pro Asn Leu Lys Phe Leu Asp Leu Asn Lys 

260 265 270 

Asn Pro He His Lys He Gin Glu Gly Asp Phe Lys Asn Met Leu Arg 
275 280 285 

Leu Lys Glu Leu Gly He Asn Asn Met Gly Glu Leu Val Ser Val Asp 
290 295 300 

Arg Tyr Ala Leu Asp Asn Leu Pro Glu Leu Thr Lys Leu Glu Ala Thr 
305 310 315 320 

Asn Asn Pro Lys Leu Ser Tyr He His Arg Leu Ala Phe Arg Ser Val 
325 330 335 

Pro Ala Leu Glu Ser Leu Met Leu Asn Asn Asn Ala Leu Asn Ala He 
340 345 350 

Tyr Gin Lys Thr Val Glu Ser Leu Pro Asn Leu Arg Glu He Ser He 
355 360 365 

His Ser Asn Pro Leu Arg Cys Asp Cys Val He His Trp He Asn Ser • 
370 375 380 

Asn Lys Thr Asn He Arg Phe Met Glu Pro Leu Ser Met Phe Cys Ala 
385 390 395 400 

Met Pro Pro Glu Tyr Lys Gly His Gin Val Lys Glu Val Leu He Gin 
405 410 415 
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Asp Ser Ser Glu Gin Cys Leu Pro Met lie Ser His Asp Ser Phe Pro 
420 425 430 

Asn Arg Leu Asn Val Asp lie Gly Thr Thr Val Phe Leu Asp Cys Arg 
435 440 445 

Ala Met Ala Glu Pro Glu Pro Glu lie Tyr Trp Val Thr Pro lie Gly 
450 455 460 

Asn Lys lie Thr Val Glu Thr Leu Ser Asp Lys Tyr Lys Leu Ser Ser 
465 470 475 480 

Glu Gly Thr Leu Glu lie Ser Asn lie Gin lie Glu Asp Ser Gly Arg 

485 490 495 

Tyr Thr Cys Val Ala Gin Asn Val Gin Gly Ala Asp Thr Arg Val Ala 
500 505 510 

Thr lie Lys Val Asn Gly Thr Leu Leu Asp Gly Thr Gin Val Leu Lys 
515 520 525 

He Tyr Val Lys Gin Thr Glu Ser His Ser He Leu Val Ser Trp Lys 
530 535 540 

Val Asn Ser Asn Val Met Thr Ser Asn Leu Lys Trp Ser Ser Ala Thr 
545 550 555 560 

Met Lys He Asp Asn Pro His He Thr Tyr Thr Ala Arg Val Pro Val 
565 570 575 

Asp Val His Glu Tyr Asn Leu Thr His Leu Gin Pro Ser Thr Asp Tyr 
580 585 590 

Glu Val Cys Leu Thr Val Ser Asn He His Gin Gin Thr Gin Lys Ser 
595 600 605 

Cys Val Asn Val Thr Thr Lys Asn Ala Ala Phe Ala Val Asp He Ser 
610 615 620 

_ Asp Gin Glu Thr Ser Thr Ala Leu Ala Ala Val Met Gly Ser Met Phe 
625 630 635 640 

Ala Val He Ser Leu Ala Ser He Ala Val Tyr Phe Ala Lys Arg Phe 
645 650 655 

Lys Arg Lys Asn Tyr His His Ser Leu Lys Lys Tyr Met Gin Lys Thr 
660 665 670 

Ser Ser He Pro Leu Asn Glu Leu Tyr Pro Pro Leu He Asn Leu Trp 
675 680 685 

Glu Gly Asp Ser Glu Lys Asp Lys Asp Gly Ser Ala Asp Thr Lys Pro 
690 695 700 

Thr Gin Val Asp Thr Ser Arg Ser Tyr Tyr Met Trp 
705 710 715 
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